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Supplementary Materials
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a W0 ne=ur nun
Ref: 5' cagaATGGATTCTGGTTTTGATg 3" b Ref: 5' taaCATTCAATC—CTGTAATa 3'
Energy: -14.440000 kCal/Mol Energy: -7.380000 kCal/Mol
Pinctada fucata martensii Xenopus laevisi
Query: 3'tgAGTAGTTTCGACCGACACtat 5' Query: 3 tgAGTAGTTTCGACCGACACTat 5'
BN < 1 IR RN
C Ref: 5' tgTTATTAA-TT-CTGTGtca 3' d Ref: 5' ctTCCTGTGA-CTGACTGTGAag 3'
Energy: -8.820000 kCal/Mol Energy: -12.860000 kCal/Mol

Portunus trituberculatus Homo sapiens

Query: 3 tgAGTAGTTTCGACCGACACTat 5' Query: 3' tgAGTAGTTTCGACCGACACTALS'
=i 1 I TR
C et 5 ggTCCT-6GAGATAACTGTGAC 3 f Rt 5 aarrTTcamacTCoCTOTTATa S
Energy: -11.340000 kCal/Mol Energy: -14.480000 kCal/Mol
Danio rerio Apis mellifera

Figure S1 Target prediction of miR-2c in RXR-3'UTR. (a) Target prediction of miR-2¢ in Pf.
martensii RXR-3'"UTR. (b) Target prediction of miR-2¢ in Xenopus laevis RXR-3"UTR. (¢) Target
prediction of miR-2c in Portunus trituberculatus RXR-3'UTR. (d) Target prediction of miR-2c in
Homo sapiens RXR-3"UTR. (e) Target prediction of miR-2¢ in Danio rerio RXR-3'UTR. (f) Target
prediction of miR-2c in Apis mellifera RXR-3'UTR.
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[ TR
ad Ref 5 HTCATGTATAAACATTCTGTttca 3 b ke ' tgcctagattaCTTGCTGTGATg 3

Energy: -7.160000 kCal/Mol
Energy: -15.980000 kCal/Mol

Pinctada fucata martensii Portunus trituberculatus
Query:  3'tgagtAGTTTCGACCGACACTALS' Query:  3'tgAGTAGTTTCGACCGACACTALS'
LU e LI D T
C  Ref: 5' aggat TAAAAAATGACTGTGATE 3' d Ref: 5' caTAATACAAGTT—CTGTGATa 3'
Energy: -15.820000 kCal/Mol Energy: -14.060000 kCal/Mol

Penaeus vannamel Cherax quadricarinatus

Query:  3'tgagTAGTTTCGACCGACACTAt 5' Query:  3'tgagtagtttcGACCGACACTALS'
K I H LI
€ Ref 5' aaaaATTATCGTT-ACTGTGATE 3' f Ref: 5' gecgaggcaccCAGGCTGTGATa 3'
Energy: -13.570000 kCal/Mol Energy: -23.500000 kCal/Mol
Bombyx mori Apis cerana

Figure S2 Target prediction of miR-2¢ in EcR-3'UTR. (a) Target prediction of miR-2¢ in Pf.



martensii ECR-3'UTR. (b) Target prediction of miR-2c in Portunus trituberculatus EcR-3"UTR.
(c)Target prediction of miR-2c¢ in Penaeus vannamei EcR-3'UTR. (d) Target prediction of miR-2¢
in Cherax quadricarinatus EcCR-3"UTR. (e) Target prediction of miR-2c¢ in Bombyx mori EcCR-3'UTR.
(f) Target prediction of miR-2c in Apis cerana EcR-3'UTR.
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Pinctada fucata martensii
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Query: 3' tgagtagtttcgaccgaCACTAL 5'
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Energy: -13.470000 kCal/Mol

Ostrinia furnacalis
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Energy: -13.250000 kCal/Mol

Tribolium castaneum

c Ref: 5' —aaaGGATCAAGCTGATGACC 3'
Energy: -9.550000 kCal/Mol
Drosophila melanogaster
Query: 3' tgagtagtttcgaccgACACTat 5'
111
c Ref: 5' titttgaatttactagTGTGAct 3'

Energy: -6.410000 kCal/Mol

Bombyx mori

Figure S3 Target prediction of miR-2¢ in CHS-3'UTR. (a) Target prediction of miR-2¢ in Pf.
martensii CHS-3'UTR. (b) Target prediction of miR-2¢ in Ostrinia furnacalis CHS-3'UTR.
(c)Target prediction of miR-2c in Drosophila melanogaster CHS-3'UTR. (d) Target prediction of

miR-2c¢ in Tribolium castaneum CHS-3'UTR. (e) Target prediction of miR-2c¢ in Bombyx mori CHS-

3'UTR.

Query:  3'1gAGTAGTTTCGACCGACACTALS
Ikl nm

a  Ref 5' agTCAAAAGAAAGAACTGTGATE 3! b

Energy: -12.980000 kCal/Mol

Pinctada fucata martensii

Query: 3 1geGTAGTTTCG-ALCGACACTAL 5
U0 THEnm

C  Ref 5' caaTGTCCAAGTGGTGGGCTGTGAT 3' d

Energy: -20.770000 kCal/Mol

Liolophura japonica
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Ostrea ednlis
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Figure S4 Target prediction of miR-2¢ in RUNT-3'UTR. (a) Target prediction of miR-2c in Pf.
martensii RUNT-3'UTR. (b) Target prediction of miR-2c in Homo sapiens RUNT-3'UTR. (c)Target



prediction of miR-2c¢ in Liolophura japonica RUNT-3'UTR. (d)Target prediction of miR-2c in
Drosophila melanogaster RUNT-3'UTR. (e) Target prediction of miR-2c¢ in Ostrea edulis RUNT-
3'UTR. (f) Target prediction of miR-2c in Cloeon dipterum RUNT-3'UTR. (g) Target prediction of
miR-2c in Danio rerio RUNT-3'UTR.

Figure S5 Shells for SEM.

Inhibitor mimics

Fig S6 SEM images from all biological replicates.



Table S1. Primer sequences.

Primer name Primer sequence (from 5°-3”) Application
PmEcR-S GCTGGCTGTGGAACCTAAAAAC qRT-PCR
PmEcR-A CTATGGAGCGATGTGAAAATGC qRT-PCR
PmRXR-S CCAGGGTTTTCTCGTCTTTCAA gRT-PCR
PmRXR-A TGGCTGTCGGGTCTGTATCAT qRT-PCR
PmRunt-S TCCAGGACATCAAAGACCAGAAG qRT-PCR
PmRunt-A GGAACCAAACAATGGGCGA qRT-PCR
AP-1-S CGGTGGCAAAACAAAACAGC qRT-PCR
AP-1-A TGGGGCACGGGTAAAACTT qRT-PCR
BMP2-S TAACGAGGCTACTGGACACGAGA gqRT-PCR
BMP2-A AGAATGTGAGGACGGTTTGCTT gqRT-PCR
TYR2-S GGCATCGTGTTTATCTTGTGTTG qRT-PCR
TYR2-A CCATTGTGCTATCCCAGTAAGGTAT gqRT-PCR
KRMP-S AAGAAATGTCACCCTTGGGATTGG gqRT-PCR
KRMP-A AATCATCGCCACCATATCCATCG qRT-PCR
CHS-S ATCAGCCTGTTACCCCCG qRT-PCR
Primer name Primer sequence (from 5°-3”) Application
CHS-A ACCTCTTCCTGTGCCTCATCT qRT-PCR
GAPDH-S GCAGATGGTGCCGAGTATGT qRT-PCR
GAPDH-A CGTTGATTATCTTGGCGAGTG qRT-PCR
B-actin-S CGGTACCACCATGTTCTCAG qRT-PCR
B-actin-A GACCGGATTCATCGTATTCC qRT-PCR




