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Figure S1 Target prediction of miR-2c in RXR-3'UTR. (a) Target prediction of miR-2c in P.f. 

martensii RXR-3'UTR. (b) Target prediction of miR-2c in Xenopus laevis RXR-3'UTR. (c) Target 

prediction of miR-2c in Portunus trituberculatus RXR-3'UTR. (d) Target prediction of miR-2c in 

Homo sapiens RXR-3'UTR. (e) Target prediction of miR-2c in Danio rerio RXR-3'UTR. (f) Target 

prediction of miR-2c in Apis mellifera RXR-3'UTR. 

 

 
Figure S2 Target prediction of miR-2c in EcR-3'UTR. (a) Target prediction of miR-2c in P.f. 



martensii EcR-3'UTR. (b) Target prediction of miR-2c in Portunus trituberculatus EcR-3'UTR. 
(c)Target prediction of miR-2c in Penaeus vannamei EcR-3'UTR. (d) Target prediction of miR-2c 
in Cherax quadricarinatus EcR-3'UTR. (e) Target prediction of miR-2c in Bombyx mori EcR-3'UTR. 
(f) Target prediction of miR-2c in Apis cerana EcR-3'UTR. 
 

 
Figure S3 Target prediction of miR-2c in CHS-3'UTR. (a) Target prediction of miR-2c in P.f. 
martensii CHS-3'UTR. (b) Target prediction of miR-2c in Ostrinia furnacalis CHS-3'UTR. 
(c)Target prediction of miR-2c in Drosophila melanogaster CHS-3'UTR. (d) Target prediction of 
miR-2c in Tribolium castaneum CHS-3'UTR. (e) Target prediction of miR-2c in Bombyx mori CHS-
3'UTR. 
 

 

Figure S4 Target prediction of miR-2c in RUNT-3'UTR. (a) Target prediction of miR-2c in P.f. 
martensii RUNT-3'UTR. (b) Target prediction of miR-2c in Homo sapiens RUNT-3'UTR. (c)Target 



prediction of miR-2c in Liolophura japonica RUNT-3'UTR. (d)Target prediction of miR-2c in 
Drosophila melanogaster RUNT-3'UTR. (e) Target prediction of miR-2c in Ostrea edulis RUNT-
3'UTR. (f) Target prediction of miR-2c in Cloeon dipterum RUNT-3'UTR. (g) Target prediction of 
miR-2c in Danio rerio RUNT-3'UTR. 

 

Figure S5 Shells for SEM.  

 

 

Fig S6 SEM images from all biological replicates. 

 

 

 

 



 

Table S1. Primer sequences. 
Primer name  Primer sequence (from 5’-3’ ) Application 
PmEcR-S GCTGGCTGTGGAACCTAAAAAC qRT-PCR 
PmEcR-A CTATGGAGCGATGTGAAAATGC qRT-PCR 
PmRXR-S CCAGGGTTTTCTCGTCTTTCAA qRT-PCR 
PmRXR-A TGGCTGTCGGGTCTGTATCAT qRT-PCR 
PmRunt-S TCCAGGACATCAAAGACCAGAAG qRT-PCR 
PmRunt-A GGAACCAAACAATGGGCGA qRT-PCR 
AP-1-S CGGTGGCAAAACAAAACAGC qRT-PCR 
AP-1-A TGGGGCACGGGTAAAACTT qRT-PCR 
BMP2-S TAACGAGGCTACTGGACACGAGA qRT-PCR 
BMP2-A AGAATGTGAGGACGGTTTGCTT qRT-PCR 
TYR2-S GGCATCGTGTTTATCTTGTGTTG qRT-PCR 
TYR2-A CCATTGTGCTATCCCAGTAAGGTAT qRT-PCR 
KRMP-S AAGAAATGTCACCCTTGGGATTGG qRT-PCR 
KRMP-A AATCATCGCCACCATATCCATCG qRT-PCR 
CHS-S ATCAGCCTGTTACCCCCG qRT-PCR 
Primer name  Primer sequence (from 5’-3’ ) Application 
CHS-A ACCTCTTCCTGTGCCTCATCT qRT-PCR 
GAPDH-S GCAGATGGTGCCGAGTATGT qRT-PCR 
GAPDH-A CGTTGATTATCTTGGCGAGTG qRT-PCR 
β-actin-S CGGTACCACCATGTTCTCAG qRT-PCR 
β-actin-A GACCGGATTCATCGTATTCC qRT-PCR 

 
 


